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Table 1.

Similarity analyses and accession number to EMBL
nuclectide sequence database of the new isolates by BLAST analyses

Accession number

(100%)

Percentage to EMBL nucleotide
Microorganism identity with sequence
code other sequences database
Cellulolytic microorganisms
R7A Streptomyces sp. (100%) HG975526
R10B Bacillus sp. (100%) HG975527
R13A Bacillus sp. (100%) HG975528
R13B Bacillus sp. (100%) HG975529
R14B Bacillus sp. (100%) HG975530
R21A Bacillus sp. (100%) HG975531
R43B Bacillus sp. (100%) HG975532
R77A Bacillus sp. (100%) HG975533
R79A Streptomyces griseoruber (1009%) HG975534
R79C Streptomyces costaricanus (100%) HG975535
R79A Bacillus sp. (100%) HG975536
R103A Bacillus sp. (100%) HG975537
R5A Bacillus sp. (100%) HG975538
R55B Paenibacillus sp. (100%) HG975539
Xylanolytic microorganisms
XR13A Bacillus sp. (100%) HG975540
XR18B Bacillus sp. (100%) HG975541
XR24A Bacillus sp. (100%) HG975542
XR44A Bacillus sp. (100%) HG975543
XR84A | Lysinibacillus xylanilyticus (100%) | HG975544
XRa4A Bacillus sp. (100%) HG975545
XRs80B Streptomyces olivochromogenes HG975546
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Figure 2. Detection of xylanase activity produced by XR44A after
SDS-PAGE. Lane A: XR44A (0.25 U total xylanase activity); Lane B: XR44A
(10 y of total protein loaded); Lane C: Markers.
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Figure 3. Optimum pH (A) and temperature (B) of xylanase activity pro-
duced by B. amyloliquefaciens XR44A.
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Table3. Macromolecular composition of BSG before and after aque-
ous ammonia soaking (AAS) pretreatment

Solid compositionP

SR? Lignin Glucan Xylan Arabinan

(%) (%) (%) (%) (%)
BSG untreated - 12.8 27.5 28.8 4.32
BSG AAS 59.96 2.09 25.9 235 3.26

4 Solid remaining after reaction.
b Solid percentage composition based on oven dry untreated biomass.
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Table4. Results of saccharification with sigma enzymes—cellulase from

Trichoderma reesei ATCC26921(5.4Ug 1 of pretreated biomass);cellobiase

from Aspergillus niger(145Ug -1 of pretreated biomass);xylanase from

Trichoderma viride(1.5Ug —1 ofpretreated biomass);-xylosidase,thermostable

(0.5 U g -1 of pretreated biomass) — and xylanase from Bacillus

amyloliquefaciens XR44A (1.5 U g - of pretreated biomass)

Glucose yield (%)

Composition 24h

48 h

72h

Xylose yield (%) Arabinose yield (%)

24h

48h 72h 24h 48h 72h

Cellulase 353
Cellobiase
Xylanase
f-Xylosidase
Cellulase 35.1
Cellobiase
Xylanase (Bacillus
amyloliquefaciens XR44A)

f-Xylosidase
A

-

479

743

515

79.8

30,5

24.2

40.0 438 524 56.1 564

43.2 43.7 48.1 70.0 923
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