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v Atacama Desert
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v Site description

Fig. S1. Map of sampling site locations and rain gauge stafions (for site descriptions see Material and Methods Section).



W7 Site description

Alluvial Fan(AL) Red Sands(RS)

Yungay(YU) Lomas Bayas (LB)



Soil parameters
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Organic Analyses
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Phospholipids/Phospholipid Fatty Acids Analysis (PLFA)
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v Fungal Analyses
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DNA 1solation and sequencing

Extraction of extracellular (e) and intracellular (i) DNA

v

Cell separation

v

Recovery of iDNA and eDNA

;

Quantitative PCR analysis (qQPCR)

v

16S rRNA gene amplicon pool preparation for
[llumina MiSeq sequencing

v

Metaproteomics
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Cultivation
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Media

EMH-2 % (1L) EH-5 %, EH-12.5 %, EH-25 % (1L)
NaCl 20g NaCl 50/125/250 g
MgSO,x7H,0 10g KCl 2g
Na-citrate 3g MgSO,%x7H,0 20g
casaminoacids 7.5g FeCl, 0.023¢g
yeast extract lg Na-citrate 3g
tryptone S5g casaminoacids 5S¢
Fe(NH,),(SO,)2 x 6 H,O 0.05¢g yeast extract Sg
K,HPO, 0.5¢g pH 7.8

pH 7.8



W/ Media

AL 0-5 cm (AL-Na/Ca)

NaCl 15g
CaSO, x 2H,0O 3.764¢
KNO; 0.75¢
MgCl, x 6H,0 2g
FeSO, x 7TH,O 0.05¢g
TSA lg
pH 6.9

YU 0-5/20-30 cm (YU-Ca)

CaSO, x 2H,0O 26g
KNO; 0.112¢g
KCl 2g
MgCl, x 6H,0 0.25¢g
FeSO, x 7H,O 0.05¢
TSA lg

pH 7.6

YU 50/100 cm (YU-Na)

Na,S0O4
Ca(NO;),
CaSO, x 2H,0
MgCl, x 6H,0
KNO;

FeSO, x 7TH,O
TSA

pH 8.0

PR 157 & F20g37 iR B FFHh EH C B iR

(10pg/ mL) IR EHEA K.

90g

8.2¢g
13.3¢g
og
2.16¢g
0.05¢g

lg
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Microbial Diversity
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v Microbial Diversity
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v Abundance and Identification of Dead and Living Microorganisms
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v Abundance of Endospores

Sample /

dsoth 0-5em 20-30 ecm 50 cm 100 em
cs 7.74 x 10F 2.78 x 10¢ N/A N/A
AL 4.14 x 1(F 443 x 1P N/A N/A
RS 1.62 x 10¢ 2.41 x 10¢ N/A N/A
ME 1.52 x 10¢ 3.03 x 10¢ /A 5.63 x 10
YU <7.18 x 107 <9.31 x 103 2.62 x 1(F 1.66 x 10F
LB <1.22 x 10 4.04 x 10¢ N/A N/A

N/A = Not analyzed

2 B TDPARNRNEATRE (g-1)



v Abundance of Endospores
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Fig. 57. Relative abundances of microbial phyla in iDNA pools of the six sampling sites Coastal Soil (C5), Alluvial Fan (AL), Red Sands (RS), Maria Elena {(ME),
Yungay (YU}, and Lomas Bayas (LB} for the sampling depths 0-5 cm, 20-30 cm, 50 cm, and 100 cm. Rasults from merged triplicates.



Metabolic Activity
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Table 53. Sediment enzymatic activity as released fluorescein from fluorescein diacetate hydrolysation {nmol g‘l h—1).

Depth
m (6] A 0w [M ] w [
0-5 0.850 0.130 0.250 0.754 0,228 1.475
20—-30 0.124 0.180 0.053 0.410 0.018 b.d.
50 b.d.
100 b.d. b.d.

Notes: b. d., below detection limit of 0.001 nmol g ' -h'; for comparison freshly sampled
garden soil showed an activity of 0.14 pmol g’ b’



v Metabolic Activity
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V Metabolic Activity
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Fig. S7. F

Yungay (YU}, and Lomas Bayas (LB) for the sampling depths 0-5 cm, 20-30 cm, 50 em, and 100 em. Resulis from merged iriplicates.
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Fig. 510. Low Temperature Pyrolysis {150 to 400 C) of Atacama surface soils shows very distinct chloromethane production profiles for the six regions, with the
maximum at C5 (Coastal Soil) and the minimum at LE {Lomas Bayas) and Maria Elena (ME).
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